5. M0 6O DNA HiH X~ K

ISOHAIR

~v== )V
(55 9 i)

Code No. 315-03403 10 [#]H
Code No. 319-03401 100 [=]fH

NIPPON GENE CO., LTD.



=

7u ha—i
KNSGTNY a—TFT 4T
¢_y%

b REEZ, TN, QPR Z 72 S8R 1]
b s DOFEEZE 2]

=N

\\>ﬁ

% 3CHR
B

13

14

O AMIFRBRMSEHFIE T O T, EEML, ZOMO BT ITHFERIC2NEE
Ao F12 BRI HOWTOERYRHFHRD B 5 7 LSMIE e T &0,

O KEOBEY BRI, ~= 2T A #EHNEE D ITT-oTL SN, v==2 T b
HNR RSBV LD FT T ico&x F LT, BETIEEEE

fEH EOREE

BV RET,




I R

t FOEBEL/NN DO DNA fIHIXIEES OBV TIEFICEE 2HITh 5,
I OFER B E2 DI DNA 2 T& 5 Z &%, O FAEMTFOSTITB N
T\;hifzﬁﬁﬂf%otm@%ﬁ@kwmfﬁ%wx@%%®ﬁ@ﬁwﬁ<\ﬁ
BIOAFLBHETHL VI A THERTH S,

ISOHAIR(T A Y ~7 =)t hOEE, J\ovH O DNA#HHAT » b TH 5D,

FBERXIMNOER AT T F eV FEFIZHR LIS WH U RITETHY | BEEE

BT D120, B X RN RER SNy T 7 T F aX— hER
ﬁﬁﬁbﬁfﬂiﬁ%ﬁm

AMITEZEK 30 o CRBICHMHET 5 Z LA FREIC LTz, BENE R/ ) 2 h— 4
JL#) 1 IREfC DNA %?Hﬂ.'jﬂ“é EMTE D720, B M7 A DNA BLERGAIZDH
REFEFTH S,

Fo. AEAWT T AEREBL NS DNA 2t L727 — 2 55T 5,

0 W
(100 [=147) (10 [=143)
Extraction Buffer *1 20 ml 1mlXx2
Enzyme Solution 1 ml 100 21
Lysis Solution 0.8 ml 80 ul
Ethachinmate 0.2 ml 201
3M Sodium Acetate (pH5.2) 1mlXx2 200 1 1
TE (pH8.0) 1mlx2 20011

*1 Extraction Buffer FIZ AW RN S 2 kz’»&;%{)z’» I IR AR,
ZD XD BRGAEITIE, 50°CRE DBIRT T i a SE I S T 6T 5,
% 72, Extraction Buffer (Z{% % > /37 ’féf’jifiﬁl MZ’))Eliﬁ/b“Cb\é DT, WP IT
HET 5, RIZASTZD FEIZAMHE LEGAIZE, BEHICEEDOKTHIITHEND
g,

T )= aaR LA YT IATLa— (VI TEERS ] (p.14) BH),
=, TITA—RIIARRIZEENTEY THA,
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TH ) =)L TR D 2
NP7 8T 4~5mm (ZHTe

«— Extraction Buffer 200 u1*
< Enzyme Solution 5 nl

< Lysis Solution 8 ul

BE 9

A v F2_— 1, 55C, 2045 *D

< Enzyme Solution 5 nl

BE

A ¥ a— ], 55C, 5~10 55 *O
— Tz /=S raarvs A YT T a—1(25:24:1) 200 pl
EAENREFD D, 5 4

CD 11K X g, =&, 54

< 3M Sodium Acetate (pH5.2) 20 1
< Ethachinmate 2 p1*®
BE

— X /—/b 400 ul*

QD 11K X g, iR, 15 4y

— 70%=x=% /—/v 1ml
B alFEC I CHAEREF L T35

B *10)
— TE (pH8.0) 20 1l

v
DNA %ifg *1




*1) B OVEREIZLL T DO LB Th D,
b FEE  BRWAEHIRE L2 EBEZOERNOK lem, EREEUEHIBAREEL O
e 2~6cm, (VI 2. TRE)HE LS DNA &) (p.11) &)
v NN A B ) TV . 2 E D v 2 —TK Imm AALICE > 726 D
2 f#(0.5mg)F
VU AKRE DO FEAGMg FEE) G EIT S A TY Y o728 D,
~ 7 AN el HK 1~2mm BREEZ TV o728 D,
2k BBHIH R & OO T AR LW, (VI 2. [E%ORRT%E & DNA &) (p.12) &
)

*2) KN PCR G EBLET D Z &3 d 5D, BRITEEAIIBEIL, AoV SERMEL

TWAHEAITIE, =% ) — v EZHWTLL T oY iz 1T 9,

O 15ml 7T AF v 7 Fa—T X ) —)L&EH 1ml <,

@ Oofictrty FERWTYIRTART0OEEZE AND,

@ OxHIEEE S5,

@ vrey hCTEEZROVMHL, AREO LICES, =¥ ) — L& TX512T

brET 5,

BB, BENFGRTEEZHENMTE L TOWARWERSIZIE, =%/ — s E2iTh 7
<TH LV, SUVROEEOLEEITIX, =& ) —VBEEHEITH) Z L 2/8D 5,
N7 =F a2 TERONTWDLEEITIE, BRELThLHEHT S,

*3) Extraction Buffer FIZ AW mABLAND Z &3 d H 25, MEIZIZIEZR W,
Z D& DB EITIE 50°CREEE DT Tl fh & e IR LTo e, WERMSE)—12
L KO LTOBMEHT %,
F7-. Extraction Buffer (T34 v /R HEMAIENEZENTWVDHDOT, B HFic
HET 2, BICA-72Y | BFICMHE LEESGAITE, EHICEREOKTHIITHEND
g,
LI, =% 7 — WV IERE TOBMEIL, Ft BN RY | &TEETIT 9,

) FHTTF2—T7 2R ENICWTHREAET 5, AT v 7 ZEOF LWERIEITRT 5,

*5) ZOBRIEIZL Y BEEBRMIE D,
FOSIREL 3TCH L WVITRIRTHAIRETH 5. 3TCOLE, | _ :
FOSIERIE 55CORED 2~3 fif, T 3~5 g | [T .
%, |

*6) WRERC, BEITMN < Ul S AL7o R RE TR :
A |
ZORIGTIE, ORI 2~3 533 TF 2 — 7 DJEZ 5T

8 <UL CWTHEFR T 2, Z OB BT & o T MR 23 5470 *5) 7% *6) %
Do BENTRIEM S NRWEEITIE, 22T (*6)k) (e levishit)

X 512 Enzyme Solution 5 1 /%, 55°C T 5~10 431 ~
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Fa_X—hTHZ L8, WHNMEESND,

EENE D LTHIEITE-STLEILA. BB L 72 < TH DNAIFEH LT D
DT, TOEFUHLOBEIEEIT O, 0B, vV ADEKEBOLEIZIL, BEERIEMR
L7220,

b RO~ ZADNOBEITIE,. A-H EIEEAEEITB I HRVEEME L TR
WE DT X 2)0, FEEEIZIE DNA BEH L TWL DT, 20 FE F LB OEIEEZTT
Do

*T) FERNTERENRETN T 5, AT v 7 AEOW L WEEITET 5,

*) =4 J —/LILB OB, Ethachinmate # 1% 5 Z L IZ XV | #& 72 DNA 285 L <
T % Z LB TE, —20CTORIMRFEZEL Z LB TE 5,

*) INENDIWE, 22 T—20°C, 30 DIRIEMAFEEZITHY Z 212k, &N ER
HIENHD,

¥10)5~10 73 W OB ZERUMRE R T2 ITRREZAT 5, FR LT &5 & DNA BNEFIS< <72 D
ZENRDH D,

*1DEMRS DNA 2 L7254, RNADBBALTL 5203 bh 5, HETHNIE,
RNase #LEL 21TV, RNA Z[RET D,



V v ooV va—F 47

@ EENIFEIT RV,
- 7'v ha—1%6) ., X 52 Enzyme Solution % 5ul1 /%, 55°CTA v 5%
2_X— T 5,
CBENREITESTCLEIGA, BeBEML7< TH DNA BEHLTHWDHO
T\%®iiu&®@ﬁé?5

@ 55172 DNA ZEXIKE L CTH/N ROER TE 720,
s BEMNLELND DNA EiX, AL ->T, HE5WEE— A THLEE—
A—RIZE-TERDD, T2, 1 KOEE T%%TE*B&%E% ETIEEND
FBEZEFICERE) D DNA 23 285546, 55472 DNA M8 &Th
ét@u%%m@%ﬁof%&wifn/b%%ﬁf%ﬁw%Aﬂ%é®f
ZDEEPCR DAT v T ~HEDTHD, —=VI 1. [FZEZNLELNS DNA
& (p.11) M,

® DNA RFENE B L TWD,
CEBERIIEENTVAOEAT=UBEH L TWDS EBbhD, AT =1F
PCR #H5ET 23, ZOBAITIE. PCR %17 9 BEIZ T4 gene 32 protein %
W2 &, BHENMEMEND ZEB3H D, —»VI 2. T4 gene 32 protein
Z M7= PCR BHEDRER (p.9, 10) SR,

® PCR Z1T-o THLAHIE LW,

ZOEREH HVNITE LT BRI Z LTS, VI 2. [FE
ZOEN & DNA &) (p.11) &R,

CHEREEZE VD, — VI 2. THERL ORFFRE & DNA &) (p.12) 2,

< SEHNT7 DNABERPEG L TV AAEIZIE, PCRIEEME THLA T =
NEFENTND EEDNS, :@iﬁ/\é lZ. PCR #4179 FRIZ T4 gene 32
protein ZiINT % & [ENEMINDZ ENHDH, VI 2. [T4 gene 32
protein % f\ 7= PCR [HED(EF] (p.9, 10) &A,

- PCR &2 atd %,
TIA ~—D%EtEE 2%, Taqg DNA polymerase D & % <09, AMEIRE
BEZDIE,

@ EIEEMNAAT ) 7T 5,
+ Taqg DNA Polymerase O &% 57,
T U L— FOREHT,
- EMEREEEL T 5,
s T IA~—%EL<TDH, »VI 2. [PCR &AM (p.12) &R

@ HHDONRU RERRDLONEIESILD,
I — DO EEZ S
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VI 7—54%

1. & FEE N, OEEREREE 72 Z5RE]

ISOHAIR % W T, BARES. JN, OFERE L D DNA ZHhiH L7,

M PRSI 3R AR TERIER L . (1) 1XPBS TRWE#Z T DB Lo A 5 H1k &
(2) Extraction Buffer [ZE#HEEZ AN TEE L bOEFEHT L HEO @0 TR
L7, GEMZREZBRFIEIZOWTIE, =y Ry —r F—AaX=U 2SI

ENENORENHIF B A7 DNA O 1/4 &2l L CESIKE 21T 72,

Lane 1@  Marker

Lane 2:  FERH lem X3 A

Lane 3:  J\ 1mm £ X 2 {#

Lane 4 Mk (1)

Lane 5:  [EkEEE (2)

Lane 61 = hu—/L : e (1)
Lane 72 => hu—/L : #itE (2)
Lane 88 AXHW747ar bu—/
Lane 9: Marker

Marker 1( 1 /Hind Ildigest)
0.8% Agarose S

TNEFNOREN 5572 DNARIKD 1/10 82 LT, & b p53Eixt (Exon
10 ; 279bp) % PCRICTHIME L. EBXIKEN 21T -7,

<PCR RG>

Template DNA 2ul
10X Gene Taq Universal Buffer 5ul
dANTP mixture (2.5mM each) 4ul
primer-forward (20pmol/ u 1) 1ul
primer-reverse (20pmol /12 1) 1ul
Gene Tag NT (5units/ ;1) 05u1
H20 36.511
Total 50ul
<PCR %f>
94°C 1 min.
94°C 30 sec.
55°C 30 sec. i| 35 cycles

Marker 5 (¢ X174/Hinc 11 digest) 72C 1 min.
72°C 5 min.

3% Agarose 21



2. & hOEEL =B
2 k= KU 7 DNA O
ISOHAIR # V2T, A, B, C3 ADOFIEE lem F7-1XFHE 6cm L W DNA AhhH L

77 56N DNA D /4 BHEHALT, B~ 2 b U7 DNA (D /v—75EN ;
280bp) % PCRICTHIME L., EXIKEIZIT -7,

E R £ i <PCRIEAHK>
M A B C A B C Template DNA 5ul

10X Gene Taq Universal Buffer 5ul
dANTP mixture (2.5mM each) 4ul
primer (20pmol each/ 1z 1) 1ul
Gene Tag NT (5units/ ;1) 05u1
H20 34.5u1
Total 50ul
<PCR %A>
94°C 1 min.

M: Marker 5 (¢ X174/Hinc 11 digest) 98C 15 sec.

3% Agarose 21 55°C 15 sec. 40 cycles
72°C 30 sec.
72°C 5 min.

p53 BT DO

ISOHAIR % HW T, FBRE lem F72I1XFEHH 6cm LV DNA ##iH L7-,
5547 DNA D 1/4 %A LT & & pb3 B (exonll)% semi-nested PCR(first

PCR FE%) 1296bp. second PCR Y 265bp)?D & CHIME L., EBXIKENZ1T -7,
<PCR &>

first second Template DNA

fﬁ f? fﬁ f? 10X Gene Tag Universal Buffer 5ul
M . b dNTP mixture (2.5mM each) 4l
primer-forward (20pmol/ u 1) 1ul
primer-reverse (20pmol/ . 1) 1ul
Gene Tag NT (5units/ ;1) 0.25u1

H20
Total 50ul

<first PCR £ >
94°C 1 min.

98°C 15 sec.

55°C 15 sec. :| 40 cycles
72°C 30 sec.

72°C 5 min.

S
M: Marker 4 (¢ X174/Hae I digest) <second PCR B>, e lalir e
94°C 1 min.

3% Agarose 21 Ll

98°C 15 sec.
E K pd3 E’fﬁ%ffi‘%@ L7z first PCR PEW % H 60°C 15 sec. :| 30 cycles
WCH A I N —T U A THTE 2 A, BIR 72T 30 sec.
B E I =T AT HIENTEZ,  72C 5min

*F T L— MEbul &M LTz,




T4 gene 32 protein %\ 7= PCR BHZE O fEF0

B0 b L7z DNA W), et LRAIEA L TV I LAH D, Tt 15em
U EOEWEBEZDOBIHMSCMASINTEZEBZICBOCRHICHEE CTH D, HROFRRNWEIL
FERZIIEENTVWDLARAT=ThHLEBEZ B, PCR ZET 5 Z LG INLT
W5 3,

ISOHAIR # I\ T, BELIV AT =% &te L Bbitd DNA ZfiH L7z,

BEIZ PCR IC & 2 HEA R ST (Lane DEUGIRARIC, #5572 DNA @ 1/20
BEWNM U & 2 AHIE L 72> 7-(Lane 2), & Z T, X512 T4 gene 32 protein % I
L7z & Z A¥EiE L7 (Lane 3),

Fro.EBONZDNAEZT 7 L—RELT, B 2 b2 FU 7 DNA(280bp)® PCR
ZATol- L 2 AHEE L7y o 7= (Lane 4)723, T4 gene 32 protein Z ¥R L 7= & & AHE
L 7z(Lane 5),

M 1 2 3 4 5

Lane 1: ColEl1 #7 > 7L — k& L7= 900bp O HilE
Lane 2: Lane 1 + E## 6cm LD L7, AT =2
% %< &1 DNA1/20 &
Lane 3: Lane 2 + T4 gene 32 protein (21 g)
Lane 41 FE#f 6ecm KV L7z, A 7=0%%< &
< 280bp DNA1/20 % 5>/ —h e Lk I b=
> KU 7 DNA (280bp) DI
Lane 5: Lane 4 + T4 gene 32 protein (21 g)

< 900bp

M: Marker 5 (¢ X174/Hincll digest)
3% Agarose 21

<ColE1 PCR B &> <t I bz FY 7 DNAPCR BEEEK>

Template DNA (ColE1/Sau96 I digest) 0.1ng 10 X Gene Taq Universal Buffer 5ul

10X Gene Taq Universal Buffer 5ul dANTP mixture (2.5mM each) 4ul

dANTP mixture (2.5mM each) 4ul primer-forward (20pmol/ u 1) 1ul

primer-forward (20pmol/ u 1) 1ul primer-reverse (20pmol/ . 1) 1ul

primer-reverse (20pmol/ . 1) 1ul Gene Tag NT (5units/ ;2 1) 1ul

Gene Tag NT (5units/ ;2 1) 1ul H20 28 ul

Total (H20 up to) 401 Total 401
Lanel Lane2 Lane3 Lane4 Laneb

ColE1 PCR iR A K 40p1  40pl  40pl v b3 b3 kY7 DNAPCRIRAE 40p1  40ul

A7 = &% &1 DNABK Oul 1ul 1ul AT =& %< Ete DNA BIR @) 1ul 1ul

T4 gene 32 protein(0.5 1 g/u 1) Oul Oul 4ul T4 gene 32 protein(0.5 1 g/u 1) Oul 4ul

H20 10ul 9ul 5ul H20 9ul 5ul

Total 501 501 501 Total 501 501

<PCR 51> <PCR 51>

94°C 1 min. 98°C 1 min.

94°C 20 sec. 98°C 15 sec.

55°C 20 sec. 20 cycles 60°C 15 sec. 35 cycles

72°C 20 sec. 72°C 30 sec.

72°C 5 min. 72°C 5 min.



<BET—F>

WIZ, AT =8 L T4 gene 32 protein DEFMEDBHRIZOWTHIZ R LT,

T4 gene 32 protein (2 L% A T =2 ® PCR BLEDFEMIZ DWW THIA— Y TRtk L7223,
T4 gene 32 protein H& &, WEIERNT L2 L1k, PCRIELZS I ZEZT,
T2, AT =UEEPIEFITE WG E. T4 gene 32 protein Z ML T, FHE &N
THIENTERNZ ENFHEIND,

A7 =" 0ng A7 = 150 ng
T4 gene 32 protein (u g)
M 0 01T 05 1 2 5 10 0 0105 1 2 5 10

M: Marker 2
(A /Hind 10 + EcoR I double digest)
0.8% Agarose S

AZ =y 15ng A7 = 300ng A5 =2 600ng
T4 gene 32 protein (u g) T4 gene 32 protein (1 g)
M 0 0105 1 2 5 10 00105 1 2 5 10 M 0 01 05 1 2 5 10

< ColE1 PCR IEA K>

Template DNA (ColE1/Sau 96 1 0.1 ng
digest) 5ul

10X Gene Taq Universal Buffer 4ul

dANTP mixture (2.5mM each) 1ul

primer-forward (20pmol/ u 1) 1ul

primer-reverse (20pmol/ . 1) 1ul

Gene Tag NT (5units/ 1 1) 0, 15, 150, 300, 600 ng

AT= 0, 0.1, 0.5, 1, 2, 5, 10u g

T4 gene 32 protein

H20 501

Total

<PCR %A>

94°C 1 min.

94°C 20 sec.

55°C 20 sec. 20 cycles

72°C 1 min.
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EEZ2) 6561 % DNA &

ISOHAIR W\ T, A, B, C 3 ADOERIEITEHME Y DNA ZHi L, EXK
{77,

AL ST, HDOVER—- A THLEEICEL->T DNA BIZENRH D Z ENRROL
7=, i &7 T< % DNA &ix, Tﬁ\ﬂ“—%aa’gﬂ(@]@n‘t%i . BEZ 1AL ER
T 0.5 g, BHHTIE, Z<METHRHTERNZ E206 10ng LT THDH & E
bitd 9,

Lane 1: A EMRE 1cm
Lane 2°A ERE 1em X5 A
Lane 3: A E#{ 6 cm

Lane 4: A £ 18 cm
Lane 5: A E## 36 cm
Lane 6: B EMREH 1 cm
Lane 7: B EARE 1em X5 A
Lane 8 C EREB 1cm
Lane 9: C MR 1emX5 A

M: Marker 2

(A /HindIl - EcoR I double digest)
*Lane 1,2,7 O FEO/N R (REIOALE) 13 RNA TH D, 0.8% Agarose S

FEEZ DL E DNA &

FEHEHN D DNA 2T 25, BEEZORINFELCTH, HALZ X > TIEICZED G
YR

ISOHAIR Z# MW T, &K 45cm £721% 1lecm OFBEZDOFEEEHIS 0~6cm. 6~12cm.
12~18cm, 18~24cm, 24~30cm, 30~36cm, 36~42cm DOFRNLL Y DNA ZHhH L
77 BN DNA D /4 BHEHALT, B~ 2 b U7 DNA (D /v—75EN ;
280bp) % PCR I THEIRE L, EXUKEIZ1T -7,

FAREIZ L0V O TR E % < BBHZE £ 5 DNA 320 & B b,

£ &K 45cm 2K 11cm
<PCRIEAHK>
0 36 30 24 18 12 6 0 6 Template DNA 5.1
E 'El E E E 'El 'El E E 10X Gene Taq Universal Buffer 5ul
M 6 42 36 30 24 18 12 6 11 (em)  GNTP mixture (2.5mM each) aul
primer (20pmol each/ 1z 1) 1ul
Gene Tag NT (5units/ ;2 1) 05u1
H20 34.5ul
Total 501
<PCR %A>
94°C 1 min.
98°C 15 sec.
55°C 15 sec. ] 40 cycles
M: Marker 5 (¢ X174/Hinc 11 digest) 72°C 30 sec.
72°C 5 min.

3% Agarose 21

-11 -



Wi & D IR E & DNA &

FBENOEILTE S DNA &iX, BENKIT 2%, FEHORE L & HIThA 2 LT

W<,

ISOHAIR Z A\ T, $hW\W-BEZOFHH 4em 2 76 A, 57 H, 31 H., 0 HELZD

D35 DNA ZHIH L= A5 7-DNAD V4 B&#FH LT . e N 2 = KU 7 DNA
(D L—7fEHK ; 280bp) & PCR IZ THilE L. EXIKkEI 217577

PBZRFE RS TN S DD T BEEENZ < | BIENEW, &5 E PCR EE

WE ORI E b s,

<PCR RG>

Template DNA 5ul
10 X Gene Taq Universal Buffer 5ul
M 76 57 31 0 (/) dANTP mixture (2.5mM each) 4ul

primer-forward (20pmol/ u 1) 1ul
primer-reverse (20pmol/ . 1) 1ul
Gene Tag NT (5units/ ;2 1) 0511
H20 33.5ul
Total 501
<PCR %A->

M: Marker 5 (¢ X174/Hine 11 digest) 98C 1 min.

3% Agarose 21 98°C 15 sec. i|
60°C 15 sec. 35 cycles
72°C 30 sec.
72°C 5 min.

PCR &A%

EBEN LM SN D DNA BHFEICHMETH 5720, BEMEORWT =2 & L 572012
13 PCR ORGSR R E N LETH D,

ISOHAIR Z T, BARHES lem 72 FXBHEHE 6cm LY DNA Zfith L7z, fohic
DNAD 14 8&%7 7' L— k& L. 20mer £721F 30mer D77 A ~—Z MW T B | 2
k=2 FYU7 DNA ( D /b—7 i ; 280bp) )& PCR I THiiE L, BRUKBI 21T - 72,

7T A ~—7% 20mer 55 30mer ([T Z LICX D FERFRI BRI A DT,

<PCR R&K> <PCR %A>
FARER i Template DNA 5ul 94°C 1 min.
M 20 30 20 30 (mer) 10XGene TaqUniversal Buffer 5ul 98°C 15 sec.
ANTP mixture (2.5mM each) 4ul 55°C 15 sec. ] 40cycles
20mer primer (20pmol each/ 1) 1ul 72°C 30 sec.
Gene Tag NT (5units/ z ) 025x1  72°C 5 min.
H20 33.75u1
Total 501
Template DNA 5ul
10 X Gene Taq Universal Buffer 5ul
ANTP mixture (2.5mM each) 4ul
30mer primer-forward (20pmol/ u2 1) 1pl
30mer primer-reverse (20pmol/ u 1) 1pl
M: Marker 5 (¢ X174/Hinc1l digest)  Gene Taq NT (5units/ 1) 0.25u1
3% Agarose 21 H20 33.75u1
Total 501

-12 -



ZOMDOERHFNL, =y R P—r A—LbX— [TSOHAIR] #iH~—TH THEIT
LTkH £,

EEfp—% -

(b FDOFEEZE V- E5G)]
- MCT118 4

[ b OJNE = R )]
- I ha> KU 7 DNA Ok
- pA3 MR DR
- MCT118 Ztp 4y

[~ 7 ADKREE V7= F2B 6]
- X ha> KU 7 DNA Ok
- pA3 MR DR

[~ 7 AD )\ % F\ 7= 32561 ]
« I b KU 7 DNA BID pb3 BIinDH

nE,

KAt =y R v—r A==y http://www.nippongene.com
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VIl REiE &y

Code No. o5 4 K &\ (F)*
B THERBIZE TN TEY £H A,
311-90151  Phenol/Chloroform/Isoamyl alcohol (25:24:1) 250 ml 15,000
316-90025 TE (pH 8.0) 500 ml 9,000
318-90105  Distilled Water, Deionized, Sterile 500 ml 9,000
312-01791  Ethachinmate (3M Sodium Acetate ¥&f) 0.2 ml 15,000
316-90081 3M Sodium Acetate 100 ml 8,000
318-03231 Gene Tag NT 250 units 22,500
318-03253 T4 gene 32 protein 20ug 5,600
312-01193  Agarose S 100 g 13,200
315-03241  Agarose 21 (AT 4 v I XA ) 3g X 25 47,600
319-03244  Agarose 21 (AR ML Z A ) 100 g 56,000
313-90035  50XTAE 500 ml 9,000
315-90051 EtBr Solution 10 ml 9,000
313-90111 Loading Buffer 10 ml 2,000
316-06951  Gene Ladder 100 (0.1-2 kbp) 500 1 9,000
317-05261  OneSTEP Marker 2 1500 1 1 9,000
318-05791  OneSTEP Marker 4 375ul 9,000
311-05801 OneSTEP Marker 5 375ul 9,000
319-00564  Marker 2 (1/Hind 1 * EcoR I double digest) 80ug 9,000
315-00664  Marker 4 (¢ X174/Hae 11 digest) 15ug 9,000
312-00674  Marker 5 (¢ X174/Hinc 11 digest) 15ug 9,000
314-04431  ISOHAIR Jr. 30 =15y 56,000

Z OO, RH ORI, HEMAMHEICOWTIE, =y R V= DOF—A
NV IBRLSTZEN,

-14 -
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