V) o0

GeneAce Probe One Step RT-gPCR Mix

Code No. 316-09751, 312-09753

R
Store at —20°C GEt)

B SR

GeneAce Probe One Step RT-gPCR Mix (&, 2 f83E 0D
BRANLEIEREHTO—TRERO 1 RTYTY
754 L RT-PCR RHETT,

A SR, Hot-Start Tag DNA Polymerase &2 ZEE! M-
MLV Reverse Transcriptase., &b Ehiz/ Sy I77—D
HAEDLEITLY. BVMEEMELGEE. BREEE
BLTWET . KB RIF, XL TYI7LURBRNF
OHFBMEINTINST=8, KiEUTILFA L PCR HETE
AT 3TENTRETT,

HERE:
125 R A 500 R A

@D 2xGeneAce Probe One Step Mix
1.25 mL x 1 & (125 &It F)
1.25 mL x 4 A& (500 i)
m4:  Hot-Start Tag DNA Polymerase, dNTP,
Mg?*, Passive Reference Dye,
Stabilizers

@ 40 xRT Mix (for Probe)
63 uLx 1 A& (125 RI&FA)
63 uL x4 & (500 & & F)
My ®ZEE M-MLV Reverse Transcriptase,
RNase Inhibitor

AR

« #1 Taq HuAA\EE A LT= Tag DNA Polymerase Z L TLY
51=8 . MEAEHE (B3R EEIL) RTYF(95°C 2 min.)%
T RMEL TS,

s PCRYAIILIE 2 ATV TEHELET . ERABSE)

R EI TRV ESICEOAICEERIIL., REEE
FHH—ICLTHASTERA TSI, SRR EAE KR
#KEICEZE FRARIEIESLIZ—20°CTHREL TS,

- ARG OFEERIGICIE, HFEM Primer 2EALET,
Random Primer 4> Oligo dT Primer [XfERTEE A,

AWM RIC JUTP IFEFHA TLAE L 28 . Uracil-N-
Glycosylase [2&kdF+!)—F—/\—[HILLEBFTEEE
Ao

5= Ff:
CHEADEEICHE L RIGERETITERAIZSL,
[RIG &1 (20 pL %)
2x GeneAce Probe One Step Mix 10.0 L
40x RT Mix (for Probe) 0.5 L
25 uM each Primers 0.4 pL
10 yM TagMan® Probe 0.4 uL
Template 2.0pL
d.d.H20 up to 20.0 yL
[ PCR YA ILEH]*
50°C 10 min. HEERTYS
95°C 2 min. MEAEERTYT
95°C 10 sec.
60°C 45 sec. ) 45 cycles

* TSAT—DHREOHEE RNA ZZEYREDEFEEY
NEDLBIENBYET.

* Thermo Fisher Scientific #8017 /L2 A L PCR £&
#HERAT SO Run mode (%, Standard]. [Fast|D &
Lo THFERATEET, BMIZHL T, Run mode #23#
2SN, ZDRR. AR EN S HE PCRY1UILE
BB EEEBEL TSN, T HESEXTYTEN
HEHRTYTNEEN TSI EERERL TS,

*  HEIEEERAY 200 bp UL EDBEIE. YA VILADBER
ffi% 45sec. 5 60sec. [CEEFTHIEEHELET,
BE. ToAT—HREH OB IL, I8 K 300 bp ZHBX
HNKSITLTZELY, HBIREE K% 80-150 bp FBEIZT
BHIENREEFELLNTT,

3¥) TagMan®(Z., Roche Molecular systems #t D EZTY,

BRWEDER:

BRE=vRyP—> TEL 076-451-6548
RBIE, HE GBI LLTREL TV S0 TY .
EX&ORBICREALLELTTE,

kA =—vRoo—0
www.nippongene.com

SMERAE
Verl-TKa2511


https://www.nippongene.com/siyaku/

# NIPPON GENE

GeneAce Probe One Step RT-qPCR Mix

Storage:
Store at -20°C (protected from light)

Description:

GeneAce Probe One Step RT-gPCR Mix is a convenient
two-component reagent designed for real-time RT-qPCR
using sequence-specific fluorogenic probes.

This product ensures high specificity, reproducibility and
high amplification efficiency through optimized buffer
components, Hot-Start Tag DNA Polymerase, and a
modified M-MLV Reverse Transcriptase. It also includes a
unique passive reference dye compatible with a wide
range of instrument platforms.

Components:
(1) 2X GeneAce Probe One Step Mix
1.25 mL x 1 (125 rxns)
1.25 mL x 4 (500 rxns)
Contains:  Hot-Start Tag DNA Polymerase,
dNTP, Mg®, Passive Reference
Dye, Stabilizers

(2) 40X RT Mix (for Probe)
63 puL x 1 (125 rxns)
63 pL x 4 (500 rxns)
Contains:  Modified M-MLV Reverse
Transcriptase, RNase Inhibitor

Notes:

+ Due to the use of an antibody-bound hot-start Tag DNA
polymerase, an initial denaturation step at 95°C for 2
minutes is required to activate the enzyme.

- Atwo-step cycling protocol is recommended. (See Typical
PCR protocol.)

+ Always ensure that the product is completely thawed and
thoroughly mixed before use. Mix gently to avoid
generating bubbles. During use, keep this component on
ice. After use, store immediately at -20°C.

* Only specific primers are available for reverse
transcription reaction of this product. Do not use random
primers or oligo(dT) primers.

* Uracil-N-Glycosylase treatment is not applicable to this
product.

Typical PCR Protocol:
Choose an appropriate total reaction volume, depending
on the instrument used.

Component Volume [20 pL rxn]
2x GeneAce Probe One Step Mix 10.0 L
40x RT Mix (for Probe) 0.5 L
25 uM each Primers 0.4 uL
10 yM TagMan® Probe 0.4 uL
Template 2.0 uL
d.d.H20 up to 20.0 L

Recommended thermal cycling conditions. *

50°C 10 min. Reverse transcription
95°C 2 min. Enzyme activation
95°C 10 sec.

60°C 45 sec. ) 45 cycles

* Optimal PCR condition depends on primer sequence and
template RNA and so on.

*  When using Thermo Fisher Scientific real-time PCR instruments,
you can select either the “Standard” or “Fast’ run mode. Choose
the run mode based on your experimental purpose. Be sure to
change the setting from the default to the “Recommended
thermal cycling conditions,” and ensure that both the reverse
transcription step and the enzyme activation step are included.

*  If the amplicon length is 200 bp or longer, it is recommended to
increase the extension time from 45 to 60 seconds. Design
primers so that the amplicon length does not exceed 300 bp.
Ideal length is 80—150 bp.

Note: TagMan® is registered trademarks of Roche Molecular
Systems, Inc.
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